Description of Additional Supplementary Files

File Name: Supplementary Data 1
Description: Total matrix extraction from the Perseus file containing proteomics identification

File Name: Supplementary Data 2
Description: List of overexpressed proteins from the clustering of groups A, B, and C

File Name: Supplementary Data 3
Description: Pathways analysis on the different regions

File Name: Supplementary Data 4
Description: A list of 282 of the identified proteins correspond to genes involved in glioma in the TGCA
database. These proteins were identified from the entire proteomic dataset of the 147 samples

File Name: Supplementary Data 5
Description: Source data for Integrating proteomics and survival data



